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Heterotrophs 2 2 150 96.77
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Total coliform 11 11 14 9.03
Fecal coliform 2 2 - -

Fecal streptococci - - - -
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Pseudomonas aeruginosa 8 8 35 22.58
Staphylococcus aureus 2 2 5 3.24
Clostridium perfringens 2 2 14 9.03
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Salmonella - - - -
Shigella - - - -

Vibrio cholera - - - -

Vibrio parahaemolyticus - - - -
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